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(M,R)-SYSTEMS AND THEIR REALIZATIONS

ABSTRACT. Robert Rosen’s (M,R)-systems are a class of relational models that
define organisms. The realization of relational models plays a central role in his study
of life, itself. Biology becomes identified with the class of material realizations of a

certain kind of relational organization, exhibited in (M,R)-systems. In this paper I
describe several realizations of (M,R)-systems, and in particular alternate realiza-
tions of the replication component.
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1. INTRODUCTION

Robert Rosen introduced (M,R)-systems to the world in 1958, in
his very first published scientific paper (Rosen, 1958) [M=metabo-
lism, R=repair]. They began as a class of metaphorical, relational
paradigms that define cells. A cell is (at least) a material structure
that realizes an (M,R)-system. Note that the word ‘‘cell’’ here is
taken in the generic sense of ‘‘autonomous life from’’. This class
of relational cell models can just as well describe organisms, indeed
all living systems. The two most important references on (M,R)-
systems are Rosen (1971) and Rosen (1972). One should go back to
these two papers for the fine nuances on the subject.

A reader familiar with Rosen’s work will know what the model-
ling relation is, so I shall not explain it here. Read section 2.3 of
Anticipatory Systems (Rosen, 1985) for a quick review. A realiza-
tion of a formal system is, by definition, a natural system obtained
from decoding that formal system. In other words, a natural
system that is a [material] realization of a formal system has the
latter as a model.
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The realization of an (M,R)-system is a hard problem. It is also
a central problem. This is because the crux of relational biology is
throw away the matter and keep the underlying organization. So the
building of realizations assumes the central role in the recapture of
‘‘matter from bauplan’’. Rosen himself has made several attempts
in the realization of (M,R)-systems: for example Rosen (1971),
Rosen (1973), and Chapter 17 of Rosen (2000). He has taken for-
mal, dynamic, inverse, and synthetic approaches. In Rosen (1971)
he wrote ‘‘we are nowhere near having anything like a solution’’,
and in Chapter 17 of Rosen (2000) the conclusion was that the an-
swer ‘‘takes a lot more than we presently have. That is why the
problem is so hard, but also why it is so instructive.’’

The final section (11H) of Rosen’s seminal work Life Itself
(Rosen, 1991) is, indeed, entitled ‘‘Relational Biology and Its
Realizations’’. There, Rosen summarizes the realization problem of
relational biology this way:

‘‘Organization [in living systems] in its turn inherently involves functions and
their interrelations; the abandonment of fractionability, however, means that
there is no kind of 1 to 1 relationship between such relational, functional orga-

nizations and the structures which realize them. These are the basic differences
between organisms and mechanisms or machines.’’

This lack of one-to-one correspondence between functions and
structures is inherent in the nature of these two classes of alter-
nate descriptions. A functional organization cuts across physical
structures, and a physical structure is simultaneously involved in
a variety of functional activities. So an (M,R)-system is not real-
ized by identifying its components and maps in a ‘concrete’ bio-
logical example. To tackle the biological realization problem of
(M,R)-systems, one ought not to be seeking physicochemical
implementations of what the relations are, but ought instead to
be seeking interpretations of what the relations do. In the present
paper, I journey on this path.

In the following sections I shall construct three different rep-
lication maps in (M,R)-systems, and describe how each may
be realized in biological terms. (The mathematical settings are
explained in appendices at the end of the paper.) I will then
show, in Section 5, how these three categories of maps may be
represented in relational diagrams that summarize graphically the
entailment patterns of (M,R)-systems.
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2. REPLICATION AS AN INVERSE EVALUATION MAP

More for the notations than for the details, I need to give a
description of Rosen’s (M,R)-systems. But instead of putting it in
the main body of this paper, I am providing their brief introduc-
tion in Appendix A. Readers not familiar with the subject should
review Appendix A before continuing here. I replicate the following
four lines from Appendix A for further reference:

(M,R)-system A
��!f B

��!U HðA;BÞ ð1Þ

Metabolism [enzyme] f : A! B f 2 HðA;BÞ ð2Þ

Repair [gene] U : B! HðA;BÞ U 2 HðB;HðA;BÞÞ
ð3Þ

Replication b : HðA;BÞ ! HðB;HðA;BÞÞ
b 2 H HðA;BÞ;H B;HðA;BÞð Þð Þ

ð4Þ

Note no ‘‘inverse’’ is mentioned in Appendix A. I have used a gen-
eric symbol b for the replication map. There are many ways to
construct b from nothing else but what are already in the arrow
diagram (A.1)=(1). Rosen has always used the simplest way, cho-
sen his replication map b to have domain Y=H(A,B), and made it
an inverse evaluation map. I shall explore other ways presently.
True to the spirit of relational biology, we must recognize that the
most important aspect of a replication map is not its form, i.e. not
the exact details of how the map is defined. Rather, the most
important is its function, that it needs to produce repair functions
F, which belong to the hom set H(B,H(A,B)). Therefore the codo-
main of a replication map b must be H(B,H(A,B)).

Here is how one constructs Rosen’s b. An element b 2 B defines
an ‘‘evaluation map’’

b̂ 2 H H B;HðA;BÞð Þ;HðA;BÞð Þ ð5Þ

by

b̂ðUÞ ¼ UðbÞ: ð6Þ

The map a : b 7! b̂ defines an embedding of B into the set of
functions H(H(B,H(A,B)),H(A,B)). Rosen mentioned (for example
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in Rosen (1972)) that this ‘‘is the abstract version of the familiar
embedding of a vector space into its second dual space’’. In Appen-
dix B, I further explore this concept.

The function b̂ is invertible if it is monomorphic; viz. for every
pair of repair maps F1, F2 2 H(B,H(A,B)),

b̂ðU1Þ ¼ b̂ðU2Þ ) U1 ¼ U2; ð7Þ

i.e.

U1ðbÞ ¼ U2ðbÞ ) U1 ¼ U2: ð8Þ

This implication (8) is a condition on the repair maps F 2
H(B,H(A,B)): if two repair maps agree at b, then they must agree
everywhere. In other words, a repair map F [gene] is uniquely deter-
mined by its one value F(b) 2 H(A,B) [enzyme]. This result maybe
regarded as the abstract version of the one-gene-one-enzyme hypothe-
sis. These are essentially the ‘‘stringent but not prohibitively strong
conditions’’ required to make the inverse evaluation map a replica-
tion map with nothing but the ingredients of the arrow diagram (1).

Note the inverse evaluation map b̂�1 maps thus:

b̂�1 : HðA;BÞ ! H B;HðA;BÞð Þ; ð9Þ

b̂�1 UðbÞð Þ ¼ U: ð10Þ

It takes one image value F(b) 2 H(A,B) to the whole function
F 2 H(B,H(A,B)): this is the sense in which it ‘‘replicates’’. But the
stringent condition requiring that a repair map F to be uniquely
determined by the one value F(b) in its range, neatly overcomes
this F=F(b) identification problem!

Before I leave this section, let me paraphrase the dictum of rela-
tional biology in the current context. When the replication map b has
domain Y=H(A,B) and we construct it as an inverse evaluation map,
the important aspect is not that it is an inverse evaluation map. The
fact that Rosen’s regular example has b ¼ b̂�1 is entirely incidental.
Rather, the important aspect is that this particular replication map
has the property that it is uniquely determined by one value in its
range. The crux is b : UðbÞ 7!U. There are other ways to define
b 2 H(H(A,B),H(B,H(A,B))) such that b : UðbÞ 7!U; choosing

b ¼ b̂�1 is just the simplest way, one specific example of how such a
map may arise naturally. In other words, the emphasis is not on
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replication’s efficient cause, but on its final cause. I refer the reader to
Rosen (1991, especially Sections 3E, 3G, 5H, & 5I) for a thorough
discussion of these Aristotelian concepts. So when one seeks material
realizations of the replication map thus constructed, the question to
ask is not, say, ‘‘What is the physical interpretation of the inverse
evaluation map?’’ One ought to ask, say, ‘‘What biochemical pro-
cesses are uniquely determined by their products?’’ One possible an-
swer here is that one gene controls the production of one enzyme, or
conversely, a gene is uniquely determined by which enzyme it pro-
duces. This is, of course, the one-gene-one-enzyme hypothesis.

3. REPLICATION AS A CONJUGATE ISOMORPHISM

Recall that a replication map must have as its codomain the hom
set H(B,H(A,B)) to which repair functions F belong, whence it
must be of the form

b : Y! H B;HðA;BÞð Þ ð11Þ

for some set Y. How many choices does one have for Y ? The most
important feature of an (M,R)-system is the closure of its entail-
ment structure. This means one must choose Y to be a set already
present in form (1). So one may have Y=A, B, or H(A,B).

In the previous section, the choice is Y =H(A,B), and it leads to
Rosen’s replication map b as an inverse evaluation map. The evalu-
ation map from linear algebra inspires, for an element b 2 B,
through the natural transformation a: B fi H(H(B,H(A,B)),
H(A,B)), the (M,R)-system’s evaluation map

aðbÞ ¼ b̂ 2 H H B;HðA;BÞð Þ;Yð Þ
¼ H H B;HðA;BÞð Þ;HðA;BÞð Þ ð12Þ

(cf. (5)) defined by

aðbÞ ¼ b̂ : U 7!UðbÞ ð13Þ

(cf. (6)). The replication map is then defined as its inverse

b¼ b̂�12HðY;HðB;HðA;BÞÞÞ
¼HðHðA;BÞ;HðB;HðA;BÞÞÞ

ð14Þ
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(cf. (9)), which is required to exist by the ‘‘stringent but not prohib-
itively strong conditions’’. The resulting replication map

b ¼ b̂�1 : UðbÞ 7!U ð15Þ

(cf. (10)) identifies the repair map F with one value F(b) in its
range, which is the chosen Y=H(A,B). Note that this construction
hinges on the definition of the evaluation map (13); the rest follows
as a matter of course. Note also that the evaluation map in linear
algebra is

x̂ 2 X �� ¼ LðX �;F Þ ¼ L LðX;F Þ;Fð Þ; ð16Þ

(cf. (B.7)), while the evaluation map here is

b̂ 2 H H B;HðA;BÞð Þ;HðA;BÞð Þ: ð17Þ

Comparing (16) and (17), we thus see that the encoding of an
(M,R)-system into linear algebra is B 7!X and HðA;BÞ 7!F.

Now let me try an alternate construction and choose Y=B. I
would like to have

Replication b :B!H B;HðA;BÞð Þ
b2H B;H B;HðA;BÞð Þð Þ ð18Þ

So I ought to seek a well-defined function, an embedding of B into
H(B,H(A,B)), that maps

b : b 7!U ð19Þ

for b 2 B. The repair map F is hence identified with one value b in
its domain, which is the chosen Y=B here.

Where in mathematics does one encounter a map that naturally
identifies a function with one value in its domain? Again, linear
algebra provides the analogy. The embedding is a little more
straight-forward in this case than before, and the price to pay is
that correspondingly the objects of the category need a little more
structure. This time one turns to the category of Hilbert spaces. A
Hilbert space X is isomorphic, under the conjugate isomorphism, to
its dual space X*=L(X,F), the space of all continuous linear func-
tionals on X. (See Appendix B for definitions of some of these
terms.) I defer to Appendix C to further explore this concept.

My required embedding of B into H(B,H(A,B)), map (19), may
be considered as the abstract version of the conjugate isomorphism
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of a Hilbert space onto its dual space. For b 2 B, let F be the im-
age of b under the conjugate isomorphism cB from to B to
H(B,H(A,B)), i.e. F=cB(b)=Lb 2 H(B,H(A,B)), defined by

UðxÞ ¼ KbðxÞ ¼ hx; bi 2 HðA;BÞ ð20Þ

for all x 2 B (cf. (C.2) and (C.3)). The ‘‘generalized inner product’’
in (20) is a sesquilinear function

h�; �i : B� B! HðA;BÞ: ð21Þ

The conjugate isomorphism in Hilbert space theory is

cX 2 LðX;X�Þ ¼ LðX;LðX;FÞÞ; ð22Þ

while the corresponding embedding here is

cB 2 HðB;HðB;HðA;BÞÞÞ: ð23Þ

Comparing (22) and (23), we thus see that the encoding of an
(M,R)-system into Hilbert spaces remains the same B 7!X and
HðA;BÞ 7!F as before.

When we seek material realizations of the replication map here,
the question to ask is neither ‘‘How may the conjugate isomor-
phism be interpreted in biological terms?’’, nor ‘‘Can anything bio-
logical possibly be encoded as a Hilbert space?’’ (although the
latter question does have surprisingly positive answers; see the next
paragraph). Instead of these efficient-cause questions, we should be
posing final-cause ones. The requirement that a repair map F
[gene] be uniquely determined by a metabolic product b 2 B in its
domain may be realized thus. A metabolic product in fact deter-
mines the enzyme f 2 H(A,B) required in the biochemical reaction
that produces it. This is the concept of enzyme specificity. The one-
gene-one-enzyme hypothesis then completes the entailment path to
the gene F 2 H(B,H(A,B)).

For b 2 B and F 2 H(B,H(A,B)), the functional representation
F(b) is itself sometimes represented in bracket form Æb, Fæ, whence
this ‘‘generalized inner product’’ is a sesquilinear function

h�; �i : B�HðB;HðA;BÞÞ ! HðA;BÞ: ð24Þ

It is in this bracket form Æb, Fæ that (M,R)-systems are fully realized
into the realm of enzyme catalysis. In Louie et al. (1982), using
enzyme-substrate recognition as an example, a phenomenological
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calculus for recognition processes was developed. We first employed
the Hilbert space X=X*=L2 of square-integrable functions. Then we
specialized into the space of continuous functions X=C(K) and its
dual, the space of normalized functions of bounded variation
X*=NBV(K), where K was a compact subset of Euclidean space. In
this latter formulation, the recognition of a substrate F 2 C(K) by an
enzyme a 2 NBV(K) resulted from the evaluation of a Stieltjes
integral of the form

hF; ai ¼
Z

K

Fda: ð25Þ

In Louie and Somorjai (1984), Stieltjes integration was connected to
differential geometry, when the protein backbone space curve of an
enzyme molecule was represented by its complex curvature-and-
torsion function. In these two papers, many formal features of a
metabolism-repair-replication system were decoded and realized
in biological terms. Multi-enzyme systems, cofactor, apoenzyme,
holoenzyme, activation-inhibition, active-site location, etc., all have
relational encodings. The reader is encouraged to seek out these two
reports and explore.

Hilbert space theory is also the language of quantum mechan-
ics, and forms the foundation of biological imaging. It would,
however, be idle to enter here into a more detailed discussion of
these, and indeed any other of its many biophysical applica-
tions. The intricate connections among (M,R)-systems, quantum
mechanics, and tomography have been some of the topics dis-
cussed in the sequence of Richardson–Louie phenomenological
calculus papers, most notably in Richardson and Louie (1983,
1986) and Louie (1983).

4. REPLICATION AS A SIMILARITY CLASS

The third and final choice for the domain of the replication map is
Y=A. Now I would like to have

Replication b : A! HðB;HðA;BÞÞ
b 2 HðA;HðB;HðA;BÞÞÞ

ð26Þ

I require an embedding of A into H(B,H(A,B)), that maps
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b : a 7!U ð27Þ

for a 2 A. When I trace the path of the element a 2 A as it is map-
ped through the arrow diagram (1) of the (M,R)-system, I get

a 7! b ¼ fðaÞ 7!UðbÞ ¼ UðfðaÞÞ ¼ f: ð28Þ

So formally, from F(f(a)) =f, I can write

U ¼ fa�1f �1: ð29Þ

This says F and a)1 are similar to each other; in other words, F is in
the similarity class of a)1 (similarity being an equivalence relation).

I, however, still need a rigorous mathematical encoding of this
formalism. This time, the analogy is provided in the algebra of lin-
ear operators. I defer the details to Appendix D. In mathematics,
one tends not to distinguish between members of the same equiva-
lence class, since they are ‘‘identical up to an equivalence relation’’.
Instead of setting F to be in the similarity class of a)1, one may
simply define F to be the similarity class of a)1. The embedding of
A into H(B, H(A, B)), map (27), may then be defined as the gener-
alized natural projection

bðaÞ ¼ psða�1Þ ¼ ½ fa�1f �1�s ¼ ½a�1�s ¼ U ð30Þ

(cf, (D.6)). Thus the repair map F defined by (30) may be inter-
preted as a generalized inverse.

The repair map F is hence identified with, indeed anticipated
by, one value a from the set A, which seems to have only a
remote connection to it. The set A is not the domain of
F 2 H(B,H(A,B)), and is only related to its codomain by being
the domain of members of the latter. The material realizations of
this particular replication map b ¼ ps � ð�Þ�1 : A! HðB;HðA;BÞÞ
are not found in answers to the efficient-cause questions ‘‘What
does a)1 mean when a is supposed to be a substrate of a
metabolic reaction?’’ and ‘‘What does similarity have to do with
biology?’’ (The answer to the latter question is in fact ‘‘a lot’’;
see Appendix D.) The final cause that a repair map is identified
with an equivalence class of substrates may be realized thus. The
concept of enzyme specificity applies just as well from substrates
a 2 A to enzymes f 2 H(A,B) required in the biochemical reac-
tions that metabolize them. The one-gene-one-enzyme hypothesis
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then again completes the entailment path to the gene F 2 H(B,
H(A,B)). Also, because of the self-referencing nature of the map
b : a 7! ½a�1�s, the set of metabolism-repair-replication maps for
this Y=A, (M,R)-system may be decoded into the set of path-
ways of protein biochemistry. In particular, the enzymes involved
act on enzymes themselves, and may be realized among peptide
synthases, protein polymerases, protein kinases, and peptidases.

5. SUMMARY: RELATIONAL DIAGRAMS

Rosen introduced relational diagrams in graph-theoretic form, in
Chapter 9 of Life Itself (Rosen, 1991), to provide a succinct rep-
resentation of the entailment patterns in machines. Then in
Chapter 10, he used them to represent the entailment patterns in
organisms. By comparing the two classes of relational diagrams,
the differences between machines and organisms became almost
immediately apparent.

A simple mapping

f : A! B ð31Þ

has the relational diagram

ð32Þ

where a hollow-headed arrow denotes the flow from input [afferent;
material cause] in A to output [efferent; product] in B, and a solid-
headed arrow denotes the induction or generation of this flow by
the processor [efficient cause] f. When (unnecessarily) interpreted
in completely mechanistic terms, the flow is the software, and the
processor is the hardware.

The (M,R)-systems of form (1), showing the metabolism and
repair components,

A ��!f B ��!U HðA;BÞ ð33Þ
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is then an abbreviation of

ð34Þ

With replication as an inverse evaluation map, b ¼ b̂�1, the ‘‘stan-
dard’’ three-component (M,R)-system

A ��!f B ��!U HðA;BÞ ��!b HðB;HðA;BÞÞ ð35Þ

is an abbreviation of

ð36Þ

(My diagrams (32), (34), and (36) are diagrams [10C.1], [10C.3],
and [10C.6] in Rosen, 1991.)

I am now going to propose some modifications to these rela-
tional diagrams. There is a bit of notational inconsistency, when A
and B are sets, and f and F are elements. The map

ð37Þ

in (36) has a set initiating a solid-headed arrow. The efficient cause,
the initiating vertex of a solid-headed arrow, has to be an element,
not a set (when the object is a single map rather than a family
of maps). On the other hand, the domain and codomain, the
terminating vertices of the solid-headed and hollow-headed arrows
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respectively, are established in (32) as sets, not elements. To over-
come this, instead of the ‘‘morphism: domain fi codomain’’
version of the map (31), I use the element-chasing version

f : a 7! b; ð38Þ

(See Appendix A.), and the corresponding relational diagram chan-
ges from (32) to

ð39Þ

Similarly, diagram (37) may be rewritten as

ð40Þ

Then (36) may replaced by its element-chasing version

ð41Þ

Next, in order to emphasize the various versions of the replication
map we have studied, I am going to use a dashed line for the
arrows of metabolism and repair, and leave the solid line for just
the arrows of replication. I am also getting rid of the dots that
represent the vertices. In addition, I am changing the geometry of
the graphs, enclosing the repair map F within. In this way, I have
a graphic representation of the metabolism component as the
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abstract equivalent of ‘‘cytoplasm’’, and the genetic component as
the abstract counterpart of ‘‘nucleus’’. With all these changes, dia-
gram (41) becomes

ð42Þ

Note that this diagram represents the entailment pattern of an
(M,R)-system of which the replication map is b : HðA;BÞ !
HðB;HðA;BÞÞ, i.e.

b : f 7!U; ð43Þ

whence comes the flow

f�����BU: ð44Þ

The fact that b ¼ b̂�1 means b is uniquely determined by b; the effi-
cient cause (processor)

b�����I f ð45Þ

may, therefore, be ‘‘internalized’’ into

b�����I f: ð46Þ

This is the way the efficient cause of the replication map (43) is
entailed within, hence the path is closed.

When the replication map is a conjugate isomorphism, b=cB,
the (M,R)-system is

A ����!f B ����!U
HðA;BÞ

?

?

?

y

b

HðB;HðA;BÞÞ

ð47Þ

and the relational diagram is
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ð48Þ

In this (M,R)-system, the replication map is b : B! HðB;HðA;BÞÞ
with

b : b 7!U; ð49Þ

hence the flow is

b�����BU: ð50Þ

The efficient cause, i.e. the replication processor, is

b�����I b: ð51Þ

Because the conjucate isomorphism b=cB identifies b with
b(b)=cB(b)=Lb, (51) may be internalized into the self-referencing

b�����I b: ð52Þ

Thus this (M, R)-system with replication map (49) is also closed to
efficient causation.

When the replication map is a similarity class, b ¼ ps � ð�Þ�1, the
(M,R)-system is

A
����!f B

����!U
HðA;BÞ

?

?

?

y

b

HðB;HðA;BÞÞ

ð53Þ

and the relational diagram is
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ð54Þ

In this (M,R)-system, the replication map is b : A! HðB;HðA;BÞÞ with

b : a 7!U; ð55Þ

and flow from material cause to product

a�����BU: ð56Þ

The efficient cause is

b�����I a: ð57Þ

Because the similarity class b ¼ ps � ð�Þ�1 identifies a with
bðaÞ ¼ psða�1Þ ¼ ½a�1�s, (57) may be internalized into the self-
referencing processor

a�����I a: ð58Þ

This is how this final (M,R)-system with replication map (55) is
also closed to efficient causation.

6. POSTLUDE

In Rosen (1971), he listed three basic kinds of problems arising in
the study of (M,R)-systems:

‘‘a. To develop the formal properties of such systems, considered in the abstract,
and interpret them in biological terms;

b. To determine the methods by which the abstract organization which defines
the (M,R)-system may be realized in concrete terms;
c. To determine whether a particular concrete biological system is in fact a reali-
zation of an (M,R)-system (i.e. to identify the functional components in a real

biological system); this is basically the inverse problem to (b).’’
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And he wrote:

‘‘Almost all of my published scientific work has arisen from a consideration of
these three problems, although this is perhaps not always immediately apparent.’’

This last statement is in fact as true today, when we study Rosen’s
whole lifetime’s work, as it was when he wrote it in 1971.

Robert Rosen’s bibliography includes over 200 papers, many
volumes in theoretical biology that he edited (frequently with his
own contributed articles), and six books of which he is the sole
author. Among these six books, the first two (Rosen, 1967, 1970)
are textbooks based on his lecture notes in mathematical biology.
The sixth book (Rosen, 2000), a collection of essays published
posthumously, is a supplement to book five. Books three to five
are research monographs, and are what I would consider the
‘‘Rosen Trilogy’’, the embodiment of his lifetime’s work. Part II,
Anticipatory Systems (Rosen, 1985), sprang forth a whole new
subject area of scientific investigations that bears its title. Part
III, Life Itself (Rosen, 1991), is an iconoclastic masterpiece that
reaches far beyond the domains of mathematics and biology.
Part I, Fundamentals of Measurement and Representation of Natu-
ral Systems (Rosen, 1978), however, has received relatively little
attention. But, as its title suggests, the book actually lays the
foundation of Rosen’s line of investigation of natural systems. So
‘‘Part I’’ is an essential component in the Rosen canon.

‘‘Part I’’ also contains numerous suggestions for further devel-
opment. When I became Robert Rosen’s graduate student in
1979, he recommended that I first read his then-newly published
book. My own doctoral dissertation in 1981 (published as Louie,
1985) is a presentation of the category-theoretic roots of system
analysis in connection with investigations into relational biology.
This topic was suggested on p.127 of ‘‘Part I’’.

Rosen concludes section 10C, ‘‘Relational Models of Organ-
isms’’, of Rosen (1991) thus (His diagram [10C.6] is my diagrams
(36) hence (42) above.):

‘‘I am asserting, then, that biology as a science is concerned with those material
systems that realize an abstract block diagram like [10C.6]. Some of the properties
of any such system arise entirely from the fact that it realizes the diagram; others
arise from how it realizes the diagram; others will depend on both. All of these

are, of course, embodied in the structure of the category of all its models. Thus,
from our present vantage point, biology comprises two dual aspects: (1) the class
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of all material systems that realize a certain kind of relational structure, and (2)
given any such, the structure of the category of all its models. The two together
embody what Rashevsky called ‘‘the unity of the organic world as a whole.’’ It is
a large and daunting thing.’’

I would hope that the present paper provides some illumination on
our journey of exploration of this large and daunting thing.

APPENDIX A: A BRIEF INTRODUCTION TO (M,R)-SYSTEMS

The simplest (M,R)-system may be represented by the diagram

A�!f B�!U HðA;BÞ ðA:1Þ

Note the adjective simplest here. This form (A.1) was what Rosen
used in almost all of his discussions on (M,R)-systems. But remem-
ber that a general (M,R)-system is actually a network of metabo-
lism and repair components. It is true that form (A.1) captures the
essence of all (M,R)-systems, and indeed it is possible in principle
to reduce every abstract (M,R)-system to this simple form by mak-
ing A, B, and f sufficiently complex. One must, nevertheless, not
lose sight of the network aspect of (M,R)-systems. See Rosen
(1972), in particular.

There are three ways to show the function (or morphism in cate-
gorical language) f with its domain A and codomain B:

A�!f B ðA:2Þ

f : A! B ðA:3Þ

f 2 HðA;BÞ ðA:4Þ

I use them interchangeably. Sometimes it is useful to trace the path
of an element as it is mapped. If a 2 A and b=f(a) 2 B, I use the
‘‘maps to’’ arrow (note the short vertical line at the tail of the
arrow) and write

f : a 7! b: ðA:5Þ

In form (A.1), the function f represents metabolism [enzyme]:

Metabolism f : A! B f 2 HðA;BÞ ðA:6Þ
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The function F represents a repair [gene]. It repairs the metabolism
function, in the sense that since its codomain is H(A,B), it may be
considered as a function that creates new copies of f.

Repair U : B! HðA;BÞ U 2 HðB;HðA;BÞÞ ðA:7Þ

What if the repair components themselves need repairing? New
functions representing replication (i.e. that serve to replicate the
repair, or genetic, components) may be defined. A replication map
must have as its codomain the hom set H(B,H(A,B)) to which
repair functions F belong, whence it must be of the form

b : Y! HðB;HðA;BÞÞ ðA:8Þ

for some set Y.
For the convenience of iterative combination (discussed immedi-

ately below), one may choose Y=H(A,B); then

b : HðA;BÞ ! HðB;HðA;BÞÞ: ðA:9Þ

Replication b:HðA;BÞ!HðB;HðA;BÞÞ
b2HðHðA;BÞ;HðB;HðA;BÞÞÞ

ðA:10Þ

The morphism (A.9) may be combined with the second morphism
in (A.1) to give a new (M,R)-system from the old one; viz.

B�!U HðA;BÞ�!b HðB;HðA;BÞÞ ðA:11Þ

which has the property that the ‘‘metabolic’’ part of system (A.11)
is the ‘‘repair’’ part of system (A.1), and the ‘‘repair’’ part of sys-
tem (A.11) is the ‘‘replication’’ part of system (A.1) (i.e. form
(A.9)). Indeed, one may sequentially extend this formalism ad infi-
nitum, the next system being

HðA;BÞ�!HðB;HðA;BÞÞ�!HðHðA;BÞ;HðB;HðA;BÞÞÞ:
ðA:12Þ

The arrow diagrams may be extended on either side, leftward as
well as rightward above.

If this were all there is to it with (M,R)-systems, it would have
been pretty pointless. The magic of an (M,R)-system is that the
replication-function (A.9) is already entailed in the original form
(A.1). On the basis of what are already present in (A.1), ‘‘under
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stringent but not prohibitively strong conditions, such replication
essentially comes along for free.’’ [I explore what these conditions
are back in the main body of this paper.] So no infinite sequence of
arrows here; arrow diagram (A.1) alone suffices.

Rosen’s answer to the question ‘‘What is life?’’ is given in
Chapter 10 of Life Itself (Rosen, 1991): ‘‘A material system is an
organism if, and only if, it is closed to efficient causation.’’ An
(M,R)-system is a relational model of a living organism that
captures this necessary and sufficient condition: the replication
function (A.9) is entailed in the sense of efficient cause entirely in
the original form (A.1). In other words, an equivalent form of
Rosen’s answer is: ‘‘A material system is an organism if, and only
if, it possesses an (M,R)-system as its relational model.’’

APPENDIX B: REFLEXIVITY

Rosen usually (for example in Rosen (1972)) constructs his ‘‘evalu-
ation map’’ in two steps. He would begin with two arbitrary sets X
and Y, and then define for each element x 2 X a mapping

x̂ : HðX;YÞ ! Y ðB:1Þ

by

x̂ð f Þ ¼ f ðxÞ ðB:2Þ

for every f 2 H(X,Y). Then he would put X=B and Y=H(A,B).
An element b 2 B thus defines an evaluation map

b̂ 2 H H B;HðA;BÞð Þ;HðA;BÞð Þ ðB:3Þ

by

b̂ðUÞ ¼ UðbÞ ðB:4Þ

for F 2 H(B, H(A,B)). Lines (B.3) and (B.4) are, in Section 2 of
this paper, my Lines (5) and (6), with which I define the evaluation
map in one single step.

The map x 7! x̂ that sends an element to its corresponding eval-
uation map (B.2) defines an embedding of X into H(H(X,Y ),Y ) It
is analogous to the embedding of a vector space into its second dual
space. In this Appendix B, we shall see how. The main subject here
is linear algebra; two standard references are Halmos (1958) and
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Hoffman and Kunze (1971). The counterpoint of reflexivity is
found in the topic of functional analysis; two good references are
Brown and Page (1970) and Rudin (1973). The definitive reference
on our metalanguage of category theory is Mac Lane (1978); and
for a simple and concise introduction one may consult Louie
(1985).

Let X and Y be two vector spaces over the field F. We shall
restrict F to either the real field R or the complex field C. The hom
set from X to Y in the category of vector spaces consists of linear
transformations, and is denoted L(X,Y) (as opposed to the hom set
H(X,Y) of mappings when X and Y are just sets). Note that L(X,Y)
is itself a vector space over F. Also, the scalar field F is a one-
dimensional vector space over itself, so we may speak of L(X,F).
An element of L(X,F), a linear transformation of X into F, is called
a linear functional. This special vector space L(X,F) is called the
dual space of X; and we write X* in place of L(X,F).

The concept of ‘‘dual’’ applies to linear transformations as well.
For any linear transformation T : X! Y one may define a linear
transformation T� : Y� ! X� by

T �ðgÞ ¼ g � T ðB:5Þ

for every g 2 Y*, or diagrammatically

ðB:6Þ

The linear transformation T* 2 L(Y*,X*) is called the dual transfor-
mation of T 2 L(X,Y).

Let D be the operation of forming the dual space and the dual
transformation. In other words, define D(X)=X* for each vector
space X, and D(T)=T* 2 L(Y*,X*) for each linear transformation
T 2 L(X,Y). Then D is a contravariant functor on the category of
vector spaces and linear transformations, called the dual functor. [It
is contravariant because D(T) 2 L(D(Y),D(X)); if it were
D(T) 2 L(D(X),D(Y)), D would be a covariant functor.]

The dual process may be iterated. Since X* is itself a vector-
space, we may consider its own dual. For simplicity we write X** in
place of (X*)*, and we call X** the second dual (space) of X. Note
that an element of X** is a ‘‘linear functional of linear fuctionals’’,
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X**=L(L(X,F),F). Similarly, the second dual-transformation of
T 2 L(X,Y) may be defined as T** 2 L(X**,Y**).

Repeated applications of the dual operation on a given vector
space X result in a sequence of vector spaces X, X*, X**, X***, . . . If
X is a finite-dimensional vector space over F, then each vector space
of the sequence is finite-dimensional and has the same dimension as
X. This means they are all isomorphic (because each one is isomor-
phic to Fn, where n is the dimension). There does not exist, how-
ever, any ‘‘canonical’’ isomorphism from X to X* (unless X has
certain additional algebraic structures – see Appendix C).

But from X to its second dual X** (where X is still a finite-
dimensional vector space over the field F ), there is an isomorphism
that distinguishes itself from all the others. Define for each element
x 2 X a mapping

x̂ : X� ! F ðB:7Þ

by

x̂ðfÞ ¼ fðxÞ ðB:8Þ

for every f 2 X*. (x̂ 2 X�� is, of course, the now familiar evaluation
map.) The mapping

aX : X! X�� ðB:9Þ

defined by

aXðxÞ ¼ x̂; ðB:10Þ

i.e.

aX : x 7!x̂; ðB:11Þ

is an isomorphism, called the natural isomorphism between X and
X**. For every linear transformation T : X fi Y, we have

T ���aX ¼ aY�T; ðB:12Þ

i.e. the diagram

X ��!T Y
aX
?

?

y

?

?

y
aY

X�� ��!T
��

Y��

ðB:13Þ

commutes.
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The second dual functor D2 ¼ D �D is a covariant functor on the
category of vector spaces defined by D2(X )=X** and D2(T )=T**.
Let the identity functor be denoted by I ; i.e. I(X )=X and
I(T )=T. Then diagram (B.13) may be rewritten as

IðXÞ ��!IðTÞ IðYÞ
aX
?

?

y

?

?

y
aY

D2ðXÞ
��!D2ðTÞ

D2ðYÞ

ðB:14Þ

Thus the natural isomorphism may be regarded as a morphism
a : I 7!D2 of functors. It is ‘‘natural’’, therefore, in the sense of cat-
egory theory, that it is a natural transformation.

Each finite-dimensional vector space X can thus be identified
with its second dual X**, and consequently T=T** for each linear
transformation T : X! Y of finite-dimensional vector spaces.
Therefore in the sequences

X;X�;X��;X���; . . .

T;T�;T��;T���; . . .

one needs only consider the first pairs of terms X, X* and T, T*.
The remaining ones, being naturally isomorphic copies, may be
identified with them. [The first two members of the hierarchy suf-
fice: readers familiar with (M,R)-systems will notice the analogy
here.]

We make another remark before leaving finite-dimensional vector
spaces. From the fact that X and its second dual X** have the same
finite dimension it follows that they are isomorphic; i.e. there exists
an isomorphism / : X! X��. This unspecified isomorphism,
however, may not satisfy the condition that is satisfied by the natu-
ral isomorphism when /=aX, that

ð/ðxÞÞðf Þ ¼ fðxÞ ðB:15Þ

for all x 2 X and f 2 X*.
When the vector space X is infinite-dimensional, the mapping aX

defined in (B.10) is still injective, and it still satisfies (B.12) (and
so the arrow diagram (B.13) still commutes). But the range of aX
may not be all of X**. This aX is an embedding of X into, but not
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necessarily onto, its second dual space X**. Since for an infinite-
dimensional X, aX is not necessarily an isomorphism from X to its
codomain X**, we change its name (from the ‘‘natural isomor-
phism’’) and call it the canonical mapping of X into X**. The
canonical mapping is an isomorphism of X onto its range, the
subspace X̂ ¼ fx̂ : x 2 Xg of X**. In general, however, X̂ 6¼ X��.

A vector space X is called reflexive if and only if the canonical

mapping aX : x 7! x̂ maps X onto X**, i.e. iff X̂ ¼ X��; in other
words, iff the canonical mapping is the natural isomorphism
between X and X**. All finite-dimensional vector spaces are reflex-
ive, but some infinite-dimensional vector spaces are not. Let me
emphasize that for X to be reflexive, the existence of some isomor-
phism from X onto X** is not enough: the vector space and its
second dual must be isomorphic under the canonical mapping. It is
possible for a vector space X to be isomorphic to its second dual
X** without being reflexive.

As a final note of this Appendix B, I would like to point out the
difference between two kinds of inverse functions that one encoun-
ters when these linear algebra concepts extend to (M,R)-systems.
Since the canonical mapping aX is injective, its inverse exists with
domain X̂, defined by

a�1X ðx̂Þ ¼ x: ðB:16Þ

But note that

a�1X 2 LðX̂;XÞ: ðB:17Þ

It is completely different from the ‘‘inverse’’ of the evaluation map
x̂ ¼ aXðxÞ, which may not exist. Since x̂ 2 X�� ¼ LðX�;FÞ it is a
linear transformation from (generally) a higher-dimensional space
into a one-dimensional space, thus highly singular. To make it
invertible, ‘‘stringent but not prohibitively strong conditions’’ are
required, just like for its counterpart b̂ in (M,R)-systems. Here, the
conditions are restrictions on its domain and codomain. If the in-
verse exists, it would be a mapping

x̂�1 2 LðF;X�Þ: ðB:18Þ

A comparison of (B.17) and (B.18) shows how different the two
inverses are: there is no general entailment between the inverse of a
function [aX], and the inverse of one single image of that function,
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when that image [x̂] happens to be a function in its own right. The
situation is summarized succinctly as

9a�1X ðx̂Þ ()n= 9x̂�1 ¼
�

aXðxÞ
��1

: ðB:19Þ

APPENDIX C: CONJUGATE ISOMORPHISM

The embedding of B into H(B,H(A,B)), map (19) in Section 3,
maps

b : b 7!U ðC:1Þ

for b 2 B. It identifies the repair map F 2 H(B, H(A, B)) with one
value b in its domain Y=B. This embedding is inspired by the con-
jugate isomorphism of a Hilbert space onto its dual space, the subject
of this Appendix C.

Let X be a Hilbert space over the field F. As in Appendix B, we
shall restrict F to either the real field R or the complex field C. I
shall not explain what a Hilbert space is here, other than mention
in passing that it is a vector space equipped with an inner product,
and is complete in the metric associated with this inner product. I
shall not give a definition of what an inner product is either, other
than that it is a function ÆÆ, �i : X� X! F with several prescribed
properties, one of which is that it is linear in the first argument,
and conjugate-linear in the second argument (which means linear in
the second argument when F ¼R). Such a function is sometimes
called conjugate-bilinear, or sesquilinear (i.e. ‘‘ 1 1

2-linear’’). As a sim-
ple example, a finite-dimensional vector space with the standard in-
ner product is a Hilbert space. See Rudin (1974) [and also Rudin
(1973) and Brown and Page (1970)] for a good introduction to
Hilbert space theory.

For each y 2 X, the function Ky : X! F defined by

KyðxÞ ¼ hx; yi for all x 2 X ðC:2Þ

is a continuous linear functional on X, i.e. Ky 2 LðX;FÞ ¼ X�. In
tensor theory, Ly is called the covector of y. The map cX : X! X�

that sends a vector to its covector, i.e. defined by

cX : y 7!Ky for all y 2 X; ðC:3Þ
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is a canonical embedding of X into X*. Recall I mentioned in
Appendix B that for a general vector space X, there is no canonical
embedding of X into X*, unless X is equipped with additional alge-
braic structure. So we see here that having an inner product is one
such equipment.

It is a very important fact in Hilbert space theory that all con-
tinuous linear functionals are of this type, ‘‘inner product with a
fixed vector’’:

Theorem. If f is a continuous linear functional on X, then there
is a unique y 2 X such that for all x 2 X, f(x)=Ly(x)=Æx, yæ.

This theorem thus says, in particular, that the function f: X fi
F is identified with one value y 2 X in its domain. It also says that
the embedding cX : y 7!Ky; from X to X* is bijective, hence invert-
ible. Indeed, we have c�1X : Ky 7! y; this means for all x 2 X and
f 2 X*,

fðxÞ ¼ hx; c�1X ðf Þi: ðC:4Þ

Note that, because of the conjugacy property of the complex inner
product (i.e. when F ¼C)

hy; xi ¼ hx; yi; ðC:5Þ

the inner products in X and X* are related by

hx;yi¼hcXðxÞ;cXðyÞi¼hKx;Kyi¼hKy;Kxi forallx;y2X;

ðC:6Þ

or alternatively,

hf; gi ¼ hc�1X ðfÞ; c�1X ðgÞi for all f; g 2 X�: ðC:7Þ

For the real inner product, i.e. when F ¼R, one has the symmetric
relation

hy; xi ¼ hx; yi; ðC:8Þ

whence this issue of conjugacy does not occur, and we have simply

hx; yi ¼ hKx;Kyi for all x; y 2 X: ðC:9Þ

Thus when F ¼ C; cX : X! X� is not a linear mapping, only a
conjugate-linear mapping. When F ¼R, however, cX is a linear
mapping. So cX, preserves the inner product structure either conju-
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gately or directly, whence it is a [conjugate-]linear isomorphism. In
both the complex and real cases, we have

kKyk¼kyk; ðC:10Þ

whence cX is a [conjugate-]linear isometry.
When X is a Hilbert space, so is X*. So we have iteratively a

conjugate isomorphism cX� : X� ! X��. It is now interesting to
compare the composite linear transformation

cX��cX : X! X�� ðC:11Þ

with the canonical mapping from Appendix B

aX : X! X�� ðC:12Þ

(cf. (B.9)). We may speak of the canonical mapping because a
Hilbert space is in particular a vector space. A little algebra (using
observation (C.4) and the definitions (B.10) and (B.8) leads to the
conclusion that

cX� � cX ¼ aX: ðC:13Þ

In sum: for Hilbert spaces, the canonical mapping is a composite of
two conjugate isomorphisms. This also means, of course, that the
canonical mapping is the natural isomorphism, whence a Hilbert
space is reflexive.

Recall from Appendix B that the dual transformation of a linear
transformation T 2 L(X, Y) is the linear transformation T* 2 L(Y*,
X*) such that T �ðgÞ ¼ g�T for all g 2 Y* (cf. (B.5) and diagram
(B.6)). Now let both X and Y be Hilbert spaces. Then for each linear
transformation T 2 L(X, Y) we may define a linear transformation

eT ¼ c�1X �T � � cY 2 LðY;XÞ; ðC:14Þ

called the [Hilbert space] adjoint of the linear transformation T:

Y� ������!T�
X�

cY

x

?

?

?

?

?

?

?

?

?

?

y

c�1X

Y ������!
~T

X

ðC:15Þ

For each pair of vectors x 2 X and y 2 Y, we have an inner prod-
uct hx; eTðyÞi of X and an inner product hTðxÞ; yi of Y. [Note that
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the last two ‘‘of ’’s signify that the inner products have domains in
their respective Hilbert spaces; the values of the inner products are,
of course, scalars, i.e. 2 F.] The adjoint is, indeed, characterized by
the equality of these two inner products:

hTðxÞ; yi ¼ hx; eTðyÞi for all x 2 X and y 2 Y: ðC:16Þ

Instead of defining the adjoint using conjugate isomorphisms as in
(C.14), given a linear transformation T2L(X,Y), the adjoint is often
defined as the unique linear transformation eT 2 LðY;XÞ that satis-
fies (C.16).

Let us now examine the formation of the adjoint in the language
of category theory. Define in the category of Hilbert spaces
A(X)=X for each Hilbert space X, and AðTÞ ¼ eT 2 LðY;XÞ for
each linear transformation T 2 L(X,Y). Then A is a contravariant
functor on the category of Hilbert spaces, called the adjoint functor.

Further, it is trivial to verify that T
�
¼ T, so A2=I, the identity

functor.
Finally, let us compare the adjoint functor A with the dual func-

tor D from Appendix B, defined by D(X)=X* for each [Hilbert
space as a] vector space X, and D(T)=T* 2 L(Y*,X*) for each lin-
ear transformation T 2 L(X,Y). Diagram (C.15) may be rewritten
as

DðYÞ ������!DðTÞ
DðXÞ

cY

x

?

?

?

?

?

x

?

?

?

?

?

cX

AðYÞ ������!AðTÞ
AðXÞ

ðC:17Þ

Thus the conjugate isomorphism may be regarded as a morphism
c : A 7!D of functors. It is, therefore, another natural transformation.

APPENDIX D: SIMILITUDE

The Section 4 embedding (27) of A into H(B, H(A,B)), that maps

b : a 7!U ðD:1Þ

for a 2 A, needs an encoding of the formalism
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U ¼ f a�1f �1: ðD:2Þ

This Appendix D briefly explains the mathematics of similarity.
The equivalence relation of similarity appears in many topics in

mathematics. In particular, we may stay within linear algebra. Let
X be a vector space over the field F (either the real field R or the
complex field C as before). A linear transformation from X into it-
self, i.e., a member of L(X,X), is called a linear operator. In addi-
tion to the vector space operations, L(X,X) admits a binary
‘‘multiplication’’ operation on its members, that of composition of
mappings. All these operations satisfy the properties that make
L(X,X) into a linear associative algebra. We write L(X,X), the alge-
bra of linear operators on X, as A(X).

The linear operators T;T 0 2AðXÞ are said to be similar if there
exists an invertible element P 2AðXÞ such that

T 0 ¼ PTP�1: ðD:3Þ

The relation on AðXÞ defined by similarity is an equivalence relation;
let us denote it by S. The equivalence class of a linear operator T is
called its similarity class, denoted by [T]S. Thus the similarity relation
(D.3) may be written as

½T 0�S ¼ ½T �S: ðD:4Þ

Note also that T 0 2 ½T �S iff there exists an invertible element
P 2AðXÞ such that (D.3) holds. The whole subject area of canoni-
cal forms in linear algebra is the selection, from a similarity class,
of linear operators (hence matrices) of particular nice forms.

The collection of all similarity classes is the quotient algebra

AðXÞ=S ¼ f½T �S : T 2AðXÞg: ðD:5Þ

The map that sends a linear operator to its similarity class, i.e.
pS : AðXÞ !AðXÞ=S defined by

pSðTÞ ¼ ½T �S; ðD:6Þ

is called the natural projection.
I will not continue further my brief detour into equivalence rela-

tion and similarity in this Appendix D. These concepts may appear
elementary, but they are in fact fundamental building blocks of
epistemology. Indeed, Rosen’s book Fundamentals of Measurement
and Representation of Natural Systems (Rosen, 1978) may equally
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well be entitled ‘‘Epistemological Consequences of the Equivalence
Relation’’. In particular, its Chapter 1 provides the mathematical
background of the equivalence relation, Chapter 6 is on the linkage
between similitude and symmetry, and the final Chapter 7 explores
many topics on ‘‘Similarity in Physics and Biology’’. Seek and read!

ACKNOWLEDGEMENTS

I dedicate this paper to the memory of Professor Robert Rosen,
mentor and friend. I thank Tim Gwinn and Judith Rosen for their
critical reading of the first draft of this manuscript.

REFERENCES

Brown, A. L. and A. Page: 1970, Elements of Functional Analysis, Van Nostrand:

London.
Halmos, P. R.: 1958, Finite-Dimensional Vector Spaces, 2nd edn. Van Nostrand:
Princeton, NJ.

Hoffman, K. and R. Kunze: 1971, Linear Algebra, 2nd edn. Prentice-Hall:
Englewood Cliffs, NJ.

Louie, A. H., I. W. Richardson and S. Swaminathan: 1982. ‘A Phenomenological

Calculus for Recognition Processes’, Journal of Theoretical Biology 94, 77–93.
Louie, A. H.: 1983. ‘Categorical System Theory and the Phenomenological
Calculus’, Bulletin of Mathematical Biology 45, 1029–1045.

Louie, A. H. and R. L. Somorjai: 1984. ‘Stieltjes Integration and Differential
Geometry: A Model for Enzyme Recognition, Discrimination, and Catalysis’,
Bulletin of Mathematical Biology 46, 745–764.

Louie, A. H.: 1985, ‘Categorical System Theory’, in R. Rosen (ed.), Theoretical

Biology and Complexity: Three Essays on the Natural Philosophy of Complex
Systems, Academic Press: Orlando, FL, pp. 69–163.

Mac Lane, S.: 1978, Categories for the Working Mathematician, 2nd edn. Springer-

Verlag: New York.
Richardson, I. W. and A. H. Louie: 1983. ‘Projections as Representations of
Phenomena’, Journal of Theoretical Biology 102, 199–223.

Richardson, I. W. and A. H. Louie: 1986. ‘Irreversible Thermodynamics, Quantum
Mechanics, and Intrinsic Time Scales’, Mathematical Modelling 7, 211–226.

Rosen, R.: 1958. ‘A Relational Theory of Biological Systems’, Bulletin of
Mathematical Biophysics 20, 245–260.

Rosen, R.: 1967, Optimality Principles in Biology, Butterworth and Co. (Publishers)
Ltd: London.

Rosen, R.: 1970, Dynamical System Theory in Biology, Wiley-Interscience: New

York.
Rosen, R.: 1971. ‘Some Realizations of (M,R)-systems and their Interpretation’,
Bulletin of Mathematical Biophysics 33, 303–319.

(M,R)-SYSTEMS AND THEIR REALIZATIONS 63



Rosen, R.: 1972, ‘Some Relational Cell Models: The Metabolism-repair Systems’, in
Chapter 4 of R. Rosen (ed.), Foundations of Mathematical Biology, Vol. 2.
Academic Press, New York, pp. 217–253.

Rosen, R.: 1973. ‘On the Dynamical Realization of (M,R)-systems’, Bulletin of

Mathematical Biology 35, 1–9.
Rosen, R.: 1978, Fundamentals of Measurement and Representation of Natural
Systems, North-Holland: New York.

Rosen, R.: 1985, Anticipatory Systems, Pergamon Press: Oxford.
Rosen, R.: 1991, Life Itself, Columbia University Press: New York.
Rosen, R.: 2000, Essays on Life Itself, Columbia University Press: New York.

Rudin, W.: 1973, Functional Analysis, McGraw-Hill: New York.
Rudin, W.: 1974, Real and Complex Analysis, 2nd edn. McGraw-Hill: New York.

A. H. LOUIE64

Dr. Louie
Placed Image



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (None)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org?)
  /PDFXTrapped /False

  /Description <<
    /DEU <>
    /ENU <>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [2834.646 2834.646]
>> setpagedevice




